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Fig. 3: SEQ ID NO. 1; 

amino acid sequence of 
human RAB31 protein 



Length: 194 aa 

1 MAI RELKVCL LGDTGVGKSS IVCRFVQDHF DHNISPTIGA SFMTKTVPCG 
51 NELHKFLIWD TAGQERFHSL APMYYRGSAA AVIVYDITKQ DSFYTLKKWV 
101 KELKEHGPEN IVMAIAGNKC DLSDIREVPL KDAKEYAESI GAIWETSAK 
151 NAINIEELFQ GISRQIPPLD PHENGNNGTI KVEKPTMQAS RRCC 
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Fig. 4: SEQ ID NO. 2; 

nucleotide sequence of 
human RAB31 cDNA 
coding sequence 



Length: 585 bp 

1 ATGGCGATAC GGGAGCTCAA AGTGTGCCTT CTCGGGGACA CTGGGGTTGG 

51 GAAATCAAGC ATCGTGTGTC GATTTGTCCA GGAT C ACTTT GACCACAACA 

101 TCAGCCCTAC TATTGGGGCA TCTTTTATGA CCAAAACTGT GCCTTGTGGA 

151 AATGAACTT C ACAAGTTCCT CATCTGGGAC ACTGCTGGTC AGGAACGGTT 

201 TCATTCATTG GCTCCCATGT ACTATCGAGG CTCAGCTGCA GCTGTTATCG 

2 51 TGTATGATAT T AC CAAGCAG GATTCATTTT ATACCTTGAA GAAATGGGTC 

3 01 AAGGAG CTGA AAGAACATGG TCCAGAAAAC ATTGTAATGG CCATCGCTGG 
351 AAACAAGTGC GACCTCTCAG ATATTAGGGA GGTTCCCCTG AAGGATGCTA 

4 01 AGGAATACGC TGAAT CCATA GGTGCCATCG TGGTTGAGAC AAGTGCAAAA 
4 51 AATGCTATTA ATATCGAAGA GCTCTTTCAA GGAATCAGCC GCCAGATCCC 
501 ACCCTTGGAC CCCCATGAAA ATGGAAACAA TGGAACAATC AAAGTTGAGA 
551 AGCCAACCAT GCAAGCCAGC CGCCGGTGCT GTTGA 
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Fig. 5: SEQ ID NO. 3 

Length: 212 bp 

1 ACCGTGGACC ACGGCCCTTG GGTCAACAG C ACCGGCGGCT GGCTTGCATG 
51 GTTGGCTTCT CAACTTTGAT TGTTCCATTG TTTCCACTTT CATGGGGGTC 
101 CAAGGGTGGG ATCTGGCGGC TGATTCCTTG AAAGAGCTCT TCGATATTAA 
151 TAGCATTTTT TGCACTTGTC TCAACCACGA TGGCACCTAT GGATTCAGCG 
201 TATTCCTTAG CA 
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Fig. 6: Alignment of SEQ ID NO. 3 

with human RAB31 cDNA 



Length: 212 bp 



212 TGCTAAGGAATACGCTGAATCCATAGGTGCCATCGTGGTTGAGACAAGTG 163 

II IMIMIIII MINI lllllllllll IIMIIMIII MINN III 

527 TG CT AAGGAAT ACGCTGAAT C C ATAGGTG C CATCGTGGTTGAGAC AAGTG 576 
162 CAAAAAATGCT ATTAATAT CGAAGAGC T CTT T CAAGGAAT CAGC CGC C AG 113 

IMMilll II I MIIMI II IMII MM Ml II I I III IMIll I I II 

57 7 CAAAAAATGCT ATTAATAT CGAAGAGCTCTTT CAAGGAAT CAGC CGC CAG 62 6 
112 AT CC CACC CTTGGAC C C C CATGAAAGTGGAAACAATGGAAC AAT CAAAGT 63 

IMMIMIMIMllMIIIIIll 1 1 1 1 ! 1 1 I f I I I 1 1 1 1 M 1 1 1 1 1 1 

62 7 ATCCCACCCTTGGACCCCCATGAAAATGGAAACAATGGAACAATCAAAGT 676 
. . * 

62 TGAGAAGCCAACCATGCAAGCCAGCCGCCGGTGCTGTTGACCCAAGGGCC 13 

M MMM MM I IIMM M Mill MM I Mill I MMMMM I II 

677 TG AGAAGCCAAC C ATGC AAGC CAGC CG C CGGTGCTGTTGACC CAAGGGC C 72 6 
12 GTGGTCCACGGT 1 

MMMMMM 

727 GTGGTCCACGGT 73 8 
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